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ALIGNMENT OF CRY3 SEQUENCES 

(Numbered according to Cry3BB) 
(alpha helices underlined, beta sheets marked with + + +'s) 

1 10 20 30 40 

CRY3C: MNPNNRSEHDTIKATENNEVSNNHAQYPLADTP- -TLEELNY 

CRYCBB2: MNPNNRSEHDTIKVTPNSELPTNHNQYPLADNPNSTLEELNY 
CRY3BB: MNPNNRSEHDTIKVTPNSELQTNHNQYPLADNPNSTLEELNY 
CRY3BA: MIRMGGRKMNPNNRSEYDTIKVTPNSELPTNHNQYPLADNPNSTLEELNY 
CRY3A: MIRKGGRKMNPNNRSEHDTIKTTENNEVPTNHVQYPLAETPNPTLEDLNY 

50 60 70 80 90 

CRY3C: KEFLRRTTDNNVEALDSSTTKDAIQKGISI IGDLLGVVGFPYGGALVSFY 
CRYCBB2: KEFLRMTEDSSTEVLDNSTVKDAVGTGISVVGQI LGVVGVPFAGALTSFY 
CRY3BB: KEFLRMTEDSSTEVLDNSTVKDAVGTGISVVGQI LGVVGVPFAGALTSFY 
CRY3BA: KEFLRMTADNSTEVLDSSTVKDAVGTGISVVGQI LGVVGVPFAGALTSFY 
CRY3A: KEFLRMTADNNTEALDSSTTK DVIQKGISVVGDLLGVV GFPFGGALVSFY 



100 110 120 130 140 

CRY3C: TNLLNTIWPGE-DPLKAFMQQVEALIDQKIADYAKDKATAELQGLKNVFK 
CRY3BB2: QSFLDTIWPSDADPWKAFMAQVEVLIDKKI EEYAKSKALAELQGLQNNFE 
CRY3BB: QSFLNTIWPSDADPWKAFMAQVEVLIDKKI EEYAKSKALAELQGLQNNFE 
CRY3BA: QSFLNAIWPSDADPWKAFMAQVEVLIDKKI EEYAKSKALAELQGLQNNFE 
CRY3A: TNFLNTI WPSE-DP WKAFMEQVEALM DQKIAD YAKNKALAELQGLQNNVE 

150 160 170 180 190 

CRY3C: DYVSALDSWDKTPLTLRDGRSQGRIRELFSQAESHFRRSMPSFAVSGYEV 
CRY3BB2: DYVNALNSWKKTPLSLRSKRSQDRI RELFSQAESHFRNSMPSFAVSKFEV 
CRY3BB: DYVNALNSWKKTPLSLRSKRSQDRI RELFSQAESHFRNSMPSFAVSKFEV 
CRY3BA: DYVNALDSWKKAPVN LRSRRSQDRI RELFSQAESHFRNSMPSFAVSKFEV 
CRY3A: DYVSALSSWQK NPVSSRN PHSQGRIRELFSQAESHFRNSMPSF AISGYEV 
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200 210 220 230 240 

CRY3C: LFLPTYAQAANTHLLLLKDAQIYGTDWGYSTDDLNEFHTKQKDLTIEYTN 
CRY3BB2: LFLPTYAQAANTHLLLLKDAQVFGEEWGYSSEDVAEFYHRQLKLTQQYTD 
CRY3BB: LFLPTYAQAANTHLLLLKDAQVFGEEWGYSSEDVAEFYHRQLKLTQQYTD 
CRY3BA: LFLPTYAQAANTHLLLLKDAQVFGEEWGYSSEDIAEFYQRQLKLTQQYTD 
CRY3A: LF LTTYAQAANTHLFLLKDAQIY GEEWGYE KEDIAEFYKRQLKLTQEYTD 

250 260 270 280 290 

CRY3C: HCAKWYKAGLDKLRGSTYEEWVKFNRYRREMTLTVLDLITLFPLYDVRTY 
CRYS3BB2: HCVNWYNVGLNGLRGSTYDAWVKFNRFRREMTLTVLDLI VLFPFYDVRLY 
CRY3BB: HCVNWYNVGLNGLRGSTYDAWVKFNRFRREMTLTVLDLIVLFPFYDI RLY 
CRY3BA: HCVNWYNVGLNSLRGSTYDAWVKFNRFRREMT LTV LD LI VLFPFYDVRLY 
CRY3A: HCVKWYNVGL DKLRGSS YESWVNFNRYRREMTLTVLDLIALFPL YDVRLY 

300 310 320 330 340 

CRY3C: TKGVKTELTRDVLTDPI VAVNNMNGYGTTFSNIENYIRKPHLFDYLHAIQ 
CRY3BB2: SKGVKTELTRDI FTDPIFSLNTLQEYGPTFLSIENSIRKPHLFDYLQGI E 
CRY3BB: SKGVKTELTRDI FTDPI FSLNTLQEYGPTFLSI ENSI RKPHLFDYLQGI E 
CRY3BA: SKGVKTELTRDI FTDPI FTLNALQEYGPTFSSI ENSI RKPHLFDYLRGI E 
CRY3A: PKEVKTELTRDVLTDPIVGVNNLRGYGTT£SJ1I£NYI RKPHLFDYLHRIQ 
+++++++++++ ++++ 

350 360 370 380 390 

CRY3C: FHSRLQPGYFGTDSFNYWSGNYVSTRSSIGSDEIIRSPFYGNKSTLDVQN 
CRY3BB2: FHTRLQPGYSGKDSFNYWSGNYVETRPSIGSSKTITSPFYGDKSTEPVQK 
CRY3BB: FHTRLQPGYFGKDSFNYWSGNYVETRPSIGSSKTITSPFYGDKSTEPVQK 
CRY3BA: FHTRLRPGYSGKDSFNYWSGNYVETRPSIGSNDTITSPFYGDKSI EPIQK 
CRY3A: FHTRFQPGYYGNDSFNYWSGNYVSTRPSIGSNDI ITSPFYGNKSSEPVQN 
++++++++ +++++ +++++++ +++++ +++ 



400 410 420 430 

CRY3C: LEFNGEKVFRAVANGNLAVWPVGTGGTKIHSGVTKVQFSQYNDRKDEVRT 

CRY3BB2: LSFDGQKVYRTIANTDVAAWPNG KIYFGVTKVDFSQYDDQKNETST 

CRY3BB: LSFDGQKVYRTIANTDVAAWPNG KVYLGVTKVDFSQYDDQKNETST 

CRY3BA: LSFDGQKVYRTI ANTDIAAFPDG KIYFGVTKVDFSQYDDQKNETST 

CRY3A: LEFNGEKVYRAVANTNLAVWPSA VYSGVTKVEFSQYNDQTDEAST 

+++ +++++++++++ ++++ ++++++++ ++++ 
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440 450 460 470 480 

CRY3C: QTYDSKRNVGGIV- FDSIDQLPPITTDESLEKAYSHQLNYVRCFLLQGGR 
CRY3BB2: QTYDSKRNNGHVGAQDSIDQLPPETTDEPLEKAYSHQLNYAECFLMQDRR 
CRY3BB: QTYDSKRNNGHVSAQDSIDQLPPETTDEPLEKAYSHQLNYAECFLMQDRR 
CRY3BA: QTYDSKRYNGYLGAQDSIDQLPPETTDEPLEKAYSHQLNYAECFLMQDRR 
CRY3A: QTYDSKRNVGAVS-WDSIDQLPPETTDEPLEKGYSHQLNYVMCFLMQGSR 

++++ +++++ +++++++ 



490 500 510 520 530 

CRY3C: GI IPVFTWTHKSVDFYNTLDSEKITQIPFVKAFI LVNSTSVVAGPGFTGG 
CRY3BB2: GTIPFFTWTHRSVDFFNTIDAEKITQLPVVKAYALSSGASI IEGPGFTGG 
CRY3BB: GTI PFFTWTHRSVDFFNTIDAEKITQLPVVKAYALSSGASI I EGPGFTGG 
CRY3BA: GTI PFFTWTHRSVDFFNTIDAEKITQLPVVKAYALSSGASI I EGPGFTGG 
CRY3A: GTI PVLTWTHKSVDFFNMIDSKKITQLPLVKAYKLQSGASVVAGPRFTGG 
+++++++ +++++ ++++ +++++++ 



540 550 560 570 580 

CRY3C: DI I -KCT-NGSGLTLYVTPAPDLTYSKTYKIRIRYASTSQVRFGIDLGSY 
CRY3BB2: NLLFLKESSNSIAKFKVTL-NSAALLQRYRVRIRYASTTNLRLFVQNSNN 
CRY3BB: NLLFLKESSNSIAKFKVTL-NSAALLQRYRVRIRYASTTNLRLFVQNSNN 
CRY3BA: NLLFLKESSNSIAKFKVTL-NSAALLQRYRVRIRYASTTNLRLFVQNSNN 
CRY3A: DI I -QCTENGSAATI YVTPD- - VSYSQKYRARIHYASTSQITFTLSLDGA 

++++++ ++++++++ ++++++++++++ +++++++ 



590 600 610 620 630 

CRY3C: THSISYFDKTMDKGNTLTYNSFNLSSVSRPI EISG-GNKIGVSVGGIGSG 
CRY3BB2: DFIVI YINKTMNIDDDLTYQTFDLATTNSNMGFSGDTNELI IGAESFVSN 
CRY3BB: DFLVI YINKTMNKDDDLTYQTFDLATTNSNMGFSGDKNELI IGAESFVSN 
CRY3BA: D FLVIYINKTMN I DGDLTYQTFDFATSNSNMGFSGDTNDF I IGAESFVSN 
CRY3A: PFNQYYFDKTINKGDTLTYNSFNLASFSTPFELSG- -NNLQIGVTGLSAG 
+++++++ +++++++ ++++ +++++++++++ 
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